The present study focuses on the structure and dynamics of the ichthyoplankton community of the Mahury Estuary (French Guiana) and the factors that influence them. Data were collected on three mangrove sites located in the inner, middle, and outer areas of the estuary. More than 45 000 larvae were collected, representing 31 families and 67 taxa. The community was numerically dominated by few species: Engraulidae was the most abundant family, followed by Gobiidae, Eleotridae, and Sciaenidae. As expected, the most abundant larval taxa were estuarine and mangrove species, with the addition of freshwater species in the inner area of the estuary and taxa with marine affinities in the outer area. The densities of most species were influenced by site more than by season. Temporal variations in the dominant species were influenced largely by their life history strategy, with a majority of the fish species spending their entire life history in mangroves and estuaries.
showed that this period presented the greatest species diversity and the highest densities in a 96 relatively similar, geographically proximate habitat. In total, we collected 117 samples from each site 97 for a total of 351 samples. 98
All samples were fixed in a 4% formalin solution mixed with sea water for 3 days and then 99 preserved in 70% ethanol until they were processed in the laboratory. Identification of specimens to 100 the most precise taxonomic group possible was carried out using determination keys, guides or 101 Concurrent with larval sampling, environmental parameters such as water temperature, 108 conductivity, turbidity, dissolved oxygen, and pH were measured in situ using a multiparameter 109 probe before and after each collection. All environmental variables were measured at the surface 110 and near the bottom. 111
Statistical analyses
As the data were rarely normal, only non-parametric tests were used. Comparison between 112 different factors (sites and seasons) was carried out using PERMANOVA (Permutational multivariate  113 analysis of variance) undertaken on similarity matrices of biotic as well as abiotic data. In order to 114 reduce heteroscedasticity data were first log transformed (log(X+1)). Because each variable 115 measured near the bottom was significantly correlated with the surface variable (Pearson 116 correlation; p<0.0001; r > 0.94) with the exception of turbidity which was not significant at all of the 117 7 sites (site A; Pearson correlation; p>0.05), analyses only used the surface measurements of the 118 variables, and with addition of bottom turbidity. 119
The analysis of the general structure of the data was carried out using different exploratory 120 analyses such as PCA (Principal Component Analysis) and CCA (Canonical Correspondence Analysis). 121 PCA on the environmental data enables the identification of correlations between variables and site 122 structure; CCA enables two datasets to be simultaneously analysed by combining the concepts of 123 ordination and regression. For CCA, one dataset contained the community descriptions of the larval 124 fish (dependant variables) while the other contained site-specific of environmental factors 125 (independent variables). For these analyses we used similarity matrices either from the Bray-Curtis 126 index to compare quantitative abundance data (Legendre and Legendre 1998), or from the 127 normalised Euclidean distance to examine the environmental data. To improve the clarity of the 128 visual presentation of the data, environmental data of each site were clustered and delimited by a 129 polygon whose vertices stand for the outermost data for each site. Observations were then 130 confirmed using PERMANOVAs. 131
RESULTS

Larval fish communities
Over the 13 months sampling period, a total of 45 148 fish larvae and post-larvae were 132 collected, belonging to 13 orders, 31 families, and 67 taxa (Table 1) . Five families were predominant 133 in the community and represented almost 90% of the total abundance ( Table 1 ). The Engraulidae 134 family alone (8 species) represented approximately one third of the community. Gobiidae (6 species) 135
and Eleotridae (4 species) each comprised 20% of the total amount. Sciaenidae (8 species) 136 represented 10% of the total abundance, and Clupeidae (2 species) made up 5%. The remaining 26 137 families represented around 11% of the total catch. 138 8
The majority of larvae surveyed were estuarine/marine species (29 species), mangrove 139 species (10 species), or marine species (9 species) ( Table 1 ). The remaining species were freshwater 140 species (7), estuarine species (3), estuarine/freshwater species (6), or undetermined (3). More than 141 half of the sampled taxa (36) were present at all three sites (Table 1) , most of them estuarine/marine 142 and mangrove species, and only one freshwater taxon. The other taxa tended to be marine species. 143
From downstream to upstream, we observed a variation (Figure 2 ) in the relative abundance of each 144 ecological guild whose spatial distribution showed that marine (M) and estuarine/marine (EM) 145 species were more abundant in the mouth of estuary (site A) than upstream (sites B and C), 146 representing nearly 50% of the assemblage. Then estuarine species increased from 5% downstream 147 (site A) to 27% upstream (site C). Mangrove species were numerous in the three sites but the 148 maximum relative abundance was found in the middle of the estuary (site B) with 60%. 149
Among all sampled taxa, sixteen represented around 90% of the total abundance (Table 1) . 150
The principal taxa encountered were the Eleotris sp1 amphidromous species, the anchovy 151
Anchoviella lepidentostole, the goby Ctenogobius stigmaticus and the anchovy Anchoviella 152 guianensis. These 4 species combined comprised more than 50% of the total catch. 153
Spatial and temporal variability of communities An average of 14±5 taxa (± Standard Deviation) was collected during each sampling effort, 154 but the spatial distribution of these taxa was not uniform. The total number of taxa collected at each 155 site varied from site A with 60 taxa to site B with 48 and C with 46 taxa (Table 1) Table  157 2). The average number of taxa at all sites was significantly lower during the early dry season (12±3) 158 than for the other seasons (>13), which were not significantly different. The average number of taxa 159 at site A (18±3) was significantly higher than at sites B (13±5) and C (10±5), with the latter two sites 160 not significantly different. Species richness varied across sites (Figure 3) , with more distinct and 161 significant fluctuations at sites B and C compared to site A (PERMANOVA; p<0.05). Indeed, the 162 The overall average abundance of 129±163 individuals per 100 m 3 was highly variable (Table  166 2), with abundance at site A (180±169 ind.100m -3 ) significantly greater than that of site B (102±149 167 ind.100m Across both PCA axes, data from site A are substantially more variable. 184
PERMANOVA tests confirm these observations of significant differences among sites 185 (PERMANOVA; F=57.0; p<0.001) and seasons (PERMANOVA; F=120.9; p<0.001), and for the 186 10 interaction of sites and seasons (PERMANOVA; F=3.6; p<0.001 - Table 2 ). The principal variables 187 responsible for these differences are temperature, conductivity, and turbidity. Correlation tests on 188 monthly rainfall data (data from Météo-France) and temperature, conductivity, and dissolved oxygen 189
show high seasonality among these three parameters ( For personal use only. This Just-IN manuscript is the accepted manuscript prior to copy editing and page composition. It may differ from the final official version of record.
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The total abundance of Mahury larval fish communities is amongst the highest found in the 260 literature for the North of South America. In effect, with 129 ind. 100m -3 , the annual average 261 abundance for all sites is more than 10 times higher than in an estuary of North Brazil (9 ind. 100m For personal use only. This Just-IN manuscript is the accepted manuscript prior to copy editing and page composition. It may differ from the final official version of record. For personal use only. This Just-IN manuscript is the accepted manuscript prior to copy editing and page composition. It may differ from the final official version of record.
